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NumSeq GO aa bac freq euk freq numPfam difference
951 GO:0003924 I 8.0% 6.0% 4.0 -2.0%
1071 GO:0004386 I 7.6% 5.7% 5.0 -2.0%
691 GO:0042592 I 7.1% 5.3% 4.0 -1.8%
771 GO:0006464 I 7.4% 5.8% 14.0 -1.7%
1436 GO:0051604 P 3.8% 2.2% 2.0 -1.6%
1539 GO:0005694 S 5.1% 6.7% 4.0 1.5%
959 GO:0003924 S 5.3% 7.1% 4.0 1.9%
339 GO:0008135 S 7.0% 4.3% 3.0 -2.7%
1439 GO:0051604 S 7.8% 6.3% 2.0 -1.5%

Table S5. List of the GO terms that where the frequency differs with more than 1.5% between eukaryotes and
bacteria for isoleucine, proline or serine. The GO terms are obtained from the Pfam domains and mapped to the
GO-slim terms [50, 52]. NumSeq is the minimum number of sequences in a Pfam family; numPfam is that number
of Pfam families with this GO term.
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